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SEQUENCE LISTING 



<110> Desauvage, Frederic 
Grewal, Iqbal 
Gurney, Austin L. 

<120> TYPE I CYTOKINE RECEPTOR TCCR 

<130> 11669. 123USC1 



<140> US 10/663,158 

<141> 2003-09-15 

<150> US 09/692,504 

<151> 2000-10-18 

<150> US 60/160,542 

<151> 1999-10-20 

<160> 16 

<170> Patentln version 3.1 

<210> 1 

<211> 636 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Arg Gly Gly Arg Gly Ala Pro Phe Trp Leu Trp Pro Leu Pro Lys 
1 5 10 15 



Leu Ala Leu Leu Pro Leu Leu Trp Val Leu Phe Gin Arg Thr Arg Pro 

20 25 30 



Gin Gly Ser Ala Gly Pro Leu Gin Cys Tyr Gly Val Gly Pro Leu Gly 
35 * 40 45 



Asp Leu Asn Cys Ser Trp Glu Pro Leu Gly Asp Leu Gly Ala Pro Ser 
50 55 60 



Glu Leu His Leu Gin Ser Gin Lys Tyr Arg Ser Asn Lys Thr Gin Thr 
65 70 75 80 



Val Ala Val Ala Ala Gly Arg Ser Trp Val Ala He Pro Arg Glu Gin 

85 90 95 



Leu Thr Met Ser Asp Lys Leu Leu Val Trp Gly Thr Lys Ala Gly Gin 

100 105 110 



Pro Leu Trp Pro Pro Val Phe Val Asn Leu Glu Thr Gin Met Lys Pro 
115 120 125 



Asn Ala Pro Arg Leu Gly Pro Asp Val Asp Phe Ser Glu Asp Asp Pro 
130 135 140 



Leu Glu Ala Thr Val His Trp Ala Pro Pro Thr Trp Pro Ser His Lys 
145 150 155 160 



Val Leu lie Cys Gin Phe His Tyr Arg Arg Cys Gin Glu Ala Ala Trp 

165 170 175 



Thr Leu Leu Glu Pro Glu Leu Lys Thr lie Pro Leu Thr Pro Val Glu 

180 185 190 



lie Gin Asp Leu Glu Leu Ala Thr Gly Tyr Lys Val Tyr Gly Arg Cys 
195 200 ' 205 



Arg Met Glu Lys Glu Glu Asp Leu Trp Gly Glu Trp Ser Pro lie Leu 
210 215 ~ 220 



Ser Phe Gin Thr Pro Pro Ser Ala Pro Lys Asp Val Trp Val Ser Gly 
225 230 235 240 



Asn Leu Cys Gly Thr Pro Gly Gly Glu Glu Pro Leu Leu Leu Trp Lys 

245 250 255 



Ala Pro Gly Pro Cys Val Gin Val Ser Tyr Lys Val Trp Phe Trp Val 

260 265 * * 270 



Gly Gly Arg Glu Leu Ser Pro Glu Gly lie Thr Cys Cys Cys Ser Leu 
275 280 285 



lie Pro Ser Gly Ala Glu Trp Ala Arg Val Ser Ala Val Asn Ala Thr 
290 295 300 



Ser Trp Glu Pro Leu Thr Asn Leu Ser Leu Val Cys Leu Asp Ser Ala 
305 310 315 320 



Ser Ala Pro Arg Ser Val Ala Val Ser Ser lie Ala Gly Ser Thr Glu 

325 330 * 335 



Leu Leu Val Thr Trp Gin Pro Gly Pro Gly Glu Pro Leu Glu His Val 

340 345 350 



Val Asp Trp Ala Arg Asp Gly Asp Pro Leu Glu Lys Leu Asn Trp Val 
355 360 365 



2 



Arg Leu Pro Pro Gly Asn Leu Ser Ala Leu Leu Pro Gly Asn Phe Thr 
370 375 380 



Val Gly Val Pro Tyr Arg lie Thr Val Thr Ala Val Ser Ala Ser Gly 
385 390 395 400 



Leu Ala Ser Ala Ser Ser Val Trp Gly Phe Arg Glu Glu Leu Ala Pro 

405 410 ~ 415 



Leu Val Gly Pro Thr Leu Trp Arg Leu Gin Asp Ala Pro Pro Gly Thr 

420 425 430 



Pro Ala lie Ala Trp Gly Glu Val Pro Arg His Gin Leu Arg Gly His 
435 440 445 



Leu Thr His Tyr Thr Leu Cys Ala Gin Ser Gly Thr Ser Pro Ser Val 
450 455 460 



Cys Met Asn Val Ser Gly Asn Thr Gin Ser Val Thr Leu Pro Asp Leu 
465 470 475 480 



Pro Trp Gly Pro Cys Glu Leu Trp Val Thr Ala Ser Thr lie Ala Gly 

485 490 495 



Gin Gly Pro Pro Gly Pro lie Leu Arg Leu His Leu Pro Asp Asn Thr 

500 505 510 



Leu Arg Trp Lys Val Leu Pro Gly lie Leu Phe Leu Trp Gly Leu Phe 
515 520 525 



Leu Leu Gly Cys Gly Leu Ser Leu Ala Thr Ser Gly Arg Cys Tyr His 
530 535 540 



Leu Arg His Lys Val Leu Pro Arg Trp Val Trp Glu Lys Val Pro Asp 
545 550 555 560 



Pro Ala Asn Ser Ser Ser Gly Gin Pro His Met Glu Gin Val Pro Glu 

565 570 575 



Ala Gin Pro Leu Gly Asp Leu Pro lie Leu Glu Val Glu Glu Met Glu 

580 585 590 



Pro Pro Pro Val Met Glu Ser Ser Gin Pro Ala Gin Ala Thr Ala Pro 
595 600 605 
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Leu Asp Ser Gly Tyr Glu Lys His Phe Leu Pro Thr Pro Glu Glu Leu 
610 615 620 



Gly Leu Leu Gly Pro Pro Arg Pro Gin Val Leu Ala 
625 630 635 



<210> 2 

<211> 623 

<212> PRT 

<213> Mus musculus 

<400> 2 

Met Asn Arg Leu Arg Val Ala Arg Leu Thr Pro Leu Glu Leu Leu Leu 
1 5 10 15 



Ser Leu Met Ser Leu Leu Leu Gly Thr Arg Pro His Gly Ser Pro Gly 

20 25 30 



Pro Leu Gin Cys Tyr Ser Val Gly Pro Leu Gly lie Leu Asn Cys Ser 
35 40 45 



Trp Glu Pro Leu Gly Asp Leu Glu Thr Pro Pro Val Leu Tyr His Gin 
50 55 60 



Ser Gin Lys Tyr His Pro Asn Arg Val Trp Glu Val Lys Val Pro Ser 
65 70 75 80 



Lys Gin Ser Trp Val Thr lie Pro Arg Glu Gin Phe Thr Met Ala Asp 

85 90 95 



Lys Leu Leu lie Trp Gly Thr Gin Lys Gly Arg Pro Leu Trp Ser Ser 

100 105 110 



Val Ser Val Asn Leu Glu Thr Gin Met Lys Pro Asp Thr Pro Gin lie 
115 120 125 



Phe Ser Gin Val Asp lie Ser Glu Glu Ala Thr Leu Glu Ala Thr Val 
130 " 135 140 



Gin Trp Ala Pro Pro Val Trp Pro Pro Gin Lys Ala Leu Thr Cys Gin 
145 150 ~ 155 160 



Phe Arg Tyr Lys Glu Cys Gin Ala Glu Ala Trp Thr Arg Leu Glu Pro 

165 170 175 
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Gin Leu Lys Thr Asp Gly Leu Thr Pro Val Glu Met Gin Asn Leu Glu 

180 185 190 



Pro Gly Thr Cys Tyr Gin Val Ser Gly Arg Cys Gin Val Glu Asn Gly 
195 200 205 



Tyr Pro Trp Gly Glu Trp Ser Ser Pro Leu Ser Phe Gin Thr Pro Phe 
210 215 220 



Leu Asp Pro Glu Asp Val Trp Val Ser Gly Thr Val Cys Glu Thr Ser 
225 230 235 240 



Gly Lys Arg Ala Ala Leu Leu Val Trp Lys Asp Pro Arg Pro Cys Val 

245 * 250 255 



Gin Val Thr Tyr Thr Val Trp Phe Gly Ala Gly Asp lie Thr Thr Thr 

260 265 270 



Gin Glu Glu Val Pro Cys Cys Lys Ser Pro Val Pro Ala Trp Met Glu 
275 280 285 



Trp Ala Val Val Ser Pro Gly Asn Ser Thr Ser Trp Val Pro Pro Thr 
290 295 300 



Asn Leu Ser Leu Val Cys Leu Ala Pro Glu Ser Ala Pro Cys Asp Val 
305 310 315 ~ ~ 320 



Gly Val Ser Ser Ala Asp Gly Ser Pro Gly lie Lys Val Thr Trp Lys 

325 330 335 



Gin Gly Thr Arg Lys Pro Leu Glu Tyr Val Val Asp Trp Ala Gin Asp 

340 345 350 



Gly Asp Ser Leu Asp Lys Leu Asn Trp Thr Arg Leu Pro Pro Gly Asn 
355 * 360 ~ 365 



Leu Ser Thr Leu Leu Pro Gly Glu Phe Lys Gly Gly Val Pro Tyr Arg 
370 375 380 



lie Thr Val Thr Ala Val Tyr Ser Gly Gly Leu Ala Ala Ala Pro Ser 
385 390 395 400 



Val Trp Gly Phe Arg Glu Glu Leu Val Pro Leu Ala Gly Pro Ala Val 

405 410 415 
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Trp Arg Leu Pro Asp Asp Pro Pro Gly Thr Pro Val Val Ala Trp Gly 

420 425 430 



Glu Val Pro Arg His Gin Leu Arg Gly Gin Ala Thr His Tyr Thr Phe 
435 440 445 



Cys lie Gin Ser Arg Gly Leu Ser Thr Val Cys Arg Asn Val Ser Ser 
450 ^ 455 460 



Gin Thr Gin Thr Ala Thr Leu Pro Asn Leu His Ser Gly Ser Phe Lys 
465 470 475 480 



Leu Trp Val Thr Val Ser Thr Val Ala Gly Gin Gly Pro Pro Gly Pro 

485 490 495 



Asp Leu Ser Leu His Leu Pro Asp Asn Arg lie Arg Trp Lys Ala Leu 

500 505 " ~ 510 



Pro Trp Phe Leu Ser Leu Trp Gly Leu Leu Leu Met Gly Cys Gly Leu 
515 520 525 



Ser Leu Ala Ser Thr Arg Cys Leu Gin Ala Arg Cys Leu His Trp Arg 
530 535 540 



His Lys Leu Leu Pro Gin Trp lie Trp Glu Arg Val Pro Asp Pro Ala 
545 550 555 560 



Asn Ser Asn Ser Gly Gin Pro Tyr lie Lys Glu Val Ser Leu Pro Gin 

565 570 575 



Pro Pro Lys Asp Gly Pro lie Leu Glu Val Glu Glu Val Glu Leu Gin 

580 585 590 



Pro Val Val Glu Ser Pro Lys Ala Ser Ala Pro lie Tyr Ser Gly Tyr 
595 600 605 



Glu Lys His Phe Leu Pro Thr Pro Glu Glu Leu Gly Leu Leu Val 
610 615 620 



<210> 3 

<211> 2646 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc feature 
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t 



<222> (2433) . . (2433) 
<223> n is a, c, t, or g 

<400> 3 



gtgggttcgg 


cttcccgttg 


cgcctcgggg 


gctgtaccca 


gagctcgaag 


aggagcagcg 


60 


cggcccgcac 


ccggcaaggc 


tgggccggac 


tcggggctcc 


cgagggacgc 


catgcgggga 


120 


ggcaggggcg 


cccctttctg 


gctgtggccg 


ctgcccaagc 


tggcgctgct 


gcctctgttg 


180 


tgggtgcttt 


tccagcggac 


gcgtccccag 


ggcagcgccg 


ggccactgca 


gtgctacgga 


240 


gttggaccct 


tgggcgactt 


gaactgctcg 


tgggagcctc 


ttggggacct 


gggagccccc 


300 


tccgagttac 


acctccagag 


ccaaaagtac 


cgttccaaca 


aaacccagac 


tgtggcagtg 


360 


gcagccggac 


ggagctgggt 


ggccattcct 


cgggaacagc 


tcaccatgtc 


tgacaaactc 


420 


cttgtctggg 


gcactaaggc 


aggccagcct 


ctctggcccc 


ccgtcttcgt 


gaacctagaa 


480 


acccaaatga 


agccaaacgc 


cccccggctg 


ggccctgacg 


tggacttttc 


cgaggatgac 


540 


cccctggagg 


ccactgtcca 


ttgggcccca 


cctacatggc 


catctcataa 


agttctgatc 


600 


tgccagttcc 


actaccgaag 


atgtcaggag 


gcggcctgga 


ccctgctgga 


accggagctg 


660 


aagaccatac 


ccctgacccc 


tgttgagatc 


caagatttgg 


agctagccac 


tggctacaaa 


720 


gtgtatggcc 


gctgccggat 


ggagaaagaa 


gaggatttgt 


ggggcgagtg 


gagccccatt 


780 


ttgtccttcc 


agacaccgcc 


ttctgctcca 


aaagatgtgt 


gggtatcagg 


gaacctctgt 


840 


gggacgcctg 


gaggagagga 


acctttgctt 


ctatggaagg 


ccccagggcc 


ctgtgtgcag 


900 


gtgagctaca 


aagtctggtt 


ctgggttgga 


ggtcgtgagc 


tgagtccaga 


aggaattacc 


960 


tgctgctgct 


ccctaattcc 


cagtggggcg 


gagtgggcca 


gggtgtccgc 


tgtcaacgcc 


1020 


acaagctggg 


agcctctcac 


caacctctct 


ttggtctgct 


tggattcagc 


ctctgccccc 


1080 


cgtagcgtgg 


cagtcagcag 


catcgctggg 


agcacggagc 


tactggtgac 


ctggcaaccg 


1140 


gggcctgggg 


aaccactgga 


gcatgtagtg 


gactgggctc 


gagatgggga 


ccccctggag 


1200 


aaactcaact 


gggtccggct 


tccccctggg 


aacctcagtg 


ctctgttacc 


agggaatttc 


1260 


actgtcgggg 


tcccctatcg 


aatcactgtg 


accgcagtct 


ctgcttcagg 


cttggcctct 


1320 


gcatcctccg 


tctgggggtt 


cagggaggaa 


ttagcacccc 


tagtggggcc 


aacgctttgg 


1380 


cgactccaag 


atgcccctcc 


agggaccccc 


gccatagcgt 


ggggagaggt 


cccaaggcac 


1440 


cagcttcgag 


gccacctcac 


ccactacacc 


ttgtgtgcac 


agagtggaac 


cagcccctcc 


1500 


gtctgcatga 


atgtgagtgg 


caacacacag 


agtgtcaccc 


tgcctgacct 


tccttggggt 


1560 


ccctgtgagc 


tgtgggtgac 


agcatctacc 


atcgctggac 


agggccctcc 


tggtcccatc 


1620 


ctccggcttc 


atctaccaga 


taacaccctg 


aggtggaaag 


ttctgccggg 


catcctattc 


1680 
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* 



ttgtggggct 


tgttcctgtt 


ggggtgtggc 


ctgagcctgg 


ccacctctgg 


aaggtgctac 


1740 


cacctaaggc 


acaaagtgct 


gccccgctgg 


gtctgggaga 


aagttcctga 


tcctgccaac 


1800 


agcagttcag 


gccagcccca 


catggagcaa 


gtacctgagg 


cccagcccct 


tggggacttg 


1860 


cccatcctgg 


aagtggagga 


gatggagccc 


ccgccggtta 


tggagtcctc 


ccagcccgcc 


1920 


caggccaccg 


ccccgcttga 


ctctgggtat 


gagaagcact 


tcctgcccac 


acctgaggag 


1980 


ctgggccttc 


tggggccccc 


caggccacag 


gttctggcct 


gaaccacacg 


tctggctggg 


2040 


ggctgccagc 


caggctagag 


ggatgctcat 


gcaggttgca 


ccccagtcct 


ggattagccc 


2100 


tcttgatgga 


tgaagacact 


gaggactcag 


agaggctgag 


tcacttacct 


gaggacaccc 


2160 


agccaggcag 


agctgggatt 


gaaggacccc 


tatagagaag 


ggcttggccc 


ccatggggaa 


2220 


gacacggatg 


gaaggtggag 


caaaggaaaa 


tacatgaaat 


tgagagtggc 


agctgcctgc 


2280 


caaaatctgt 


tccgctgtaa 


cagaactgaa 


tttggacccc 


agcacagtgg 


ctcacgcctg 


2340 


taatcccagc 


actttggcag 


gccaaggtgg 


aaggatcact 


tagagctagg 


agtttgagac 


2400 


cagcctgggc 


aatatagcaa 


gacccctcac 


tanaaaaata 


aaacatcaaa 


aacaaaaaca 


2460 


attagctggg 


catgatggca 


cacacctgta 


gtccgagcca 


cttgggaggc 


tgaggtggga 


2520 


ggatcggttg 


agcccaggag 


ttcgaagctg 


cagggacctc 


tgattgcacc 


actgcactcc 


2580 


aggctgggta 


acagaatgag 


accttatctc 


aaaaataaac 


aaactaataa 


aaaaaaaaaa 


2640 


aaaaaa 












2646 


<210> 4 

<211> 2005 

<212> DNA 

<213> Mus musculus 












<400> 4 
tcggttctat 


cgatggggcc 


atgaaccggc 


tccgggttgc 


acgcctcacg 


ccgttggagc 


60 


ttctgctgtc 


gctgatgtcg 


ctgctgctcg 


ggacgcggcc 


ccacggcagt 


ccaggcccac 


120 


tgcagtgcta 


cagcgtcggt 


cccctgggaa 


tcctgaactg 


ctcctgggaa 


cctttgggcg 


180 


acctggagac 


tccacctgtg 


ctgtatcacc 


agagtcagaa 


ataccatccc 


aatagagtct 


240 


gggaggtgaa 


ggtgccttcc 


aaacaaagtt 


gggtgaccat 


tccccgggaa 


cagttcacca 


300 


tggctgacaa 


actcctcatc 


tgggggacac 


aaaagggacg 


gcctctgtgg 


tcctctgtct 


360 


ctgtgaacct 


ggagacccaa 


atgaagccag 


acacacctca 


gatcttctct 


caagtggata 


420 


tttctgagga 


agcaaccctg 


gaggccactg 


tgcagtgggc 


gccgcccgtg 


tggccaccgc 


480 


agaaagctct 


cacctgtcag 


ttccggtaca 


aggaatgcca 


ggctgaagca 


tggacccggc 


540 
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taaaocccca 


qctqaaqaca 


qatqqqctqa 


ctcctgttga 


gatgcagaac 


ctggaacctg 


600 


acacctacta 

Xb* %b* w w# w w» 


ccaqqtqtct 


qqccqctqcc 


aqqtqqaqaa 


cggatatcca 


tqqqqcqaqt 


660 


aaaQttCQCc 


cctqtccttc 


cagacgccat 


tcttagatcc 


tqaaqatqtq 


tqqqtatcqq 

**333 w ~~ w ~ 3 3 


720 


qqaccqtctq 

33 3 3 


tgaaacttct 


qqcaaacqqq 


cagccctgct 


tqtctqqaaq 


qacccaaqac 


780 


cttgtgtgca 


ggtgacttac 


acaqtctqqt 


ttqqqqctqq 


agatattact 


acaactcaag 


840 


aaqaqqtccc 


qtqctqcaaq 


tcccctgtcc 


ctqcatqqat 


qqaqtqqqct 


qtqqtctctc 


900 


ctQQcaacaq 


caccagctgg 


qtqcctccca 


ccaacctgtc 


tctqqtqtqc 


ttqqctccaq 

W W |J ^-j w V ^"J 


960 


aatctcrcccc 


ctqtqacqtq 


qqaqtqaqca 


qtqctqatqq 


qaqcccaqqq 


ataaaggtga 


1020 


cctqqaaaca 


aqqqaccaqq 


aaaccattgg 


aqtatqtqqt 


qqactqqqct 


caaqatqqtq 


1080 


acaqcctqqa 


caagctcaac 


tggacccgtc 


tcccccctqq 


aaacctcagc 


acattgttac 


1140 


caqqqqaqtt 


caaaqqaqqq 


gtcccctatc 


gaattacagt 


qactqcaqta 


tactctqqaq 


1200 


qattaqctqc 


tgcaccctca 


qtttqqqqat 


tcaqaqaqqa 


gttagtaccc 


Cttqctqqqc 


1260 


caqcaqtttq 


qcqacttcca 


gatgaccccc 


caqqqacacc 

W> ^ ^ WO W W» WP" V 


tqttqtaqcc 


tqqqqaqaaq 
333333 


1320 


taccaaqaca 


ccaqctcaqa 


qqccaqqcta 


ctcactacac 


cttctgcata 


caqaqcaqaq 


1380 


qcctctccac 


tqtctqcaqq 


aacqtqaqca 


qtcaaaccca 


qactqccact 


c tqcccaacc 


1440 


t tcactcqqq 


ttccttcaag 


ctqtqqqtqa 


cqqtqtccac 


cqttqcaqqa 


caqqqcccac 


1500 


Ctqqtcccqa 


cctttcactt 


cacctaccag 


ataataggat 


caqqtqqaaa 


gctctgccct 


1560 


qqtttctqtc 


CCtqtqqqqt 


ttgcttctga 


tqqqctqtqq 


cctqaqcctq 


gccagtacca 


1620 


qqtqcctaca 


qqccaqqtqc 


ttacactqqc 


gacacaagtt 


qcttccccaq 


tggatctggg 


1680 


aqaqqqttcc 


tgatcctgcc 


aacagcaatt 


ctqqqcaacc 


ttacatcaag 


qaqqtqaqcc 


1740 


tqccccaacc 


qcccaaqqac 


qqacccatcc 


tqqaqqtqqa 


qqaaqtqqaq 

«3 -3 ****** 3 j J 3 


ctacaqcctq 


1800 


ttgtggagtc 


ccctaaagcc 


tctgccccga 


tttactctgg 


gtatgagaaa 


cacttcctgc 


1860 


ccacaccaga 


ggagctgggc 


cttctagtct 


gatctgctta 


cggctagggg 


ctgtacccct 


1920 


atcttgggct 


agacgttcta 


gagtcgaccg 


cagaagcttg 


gccgccatgg 


cccaacttgt 


1980 




t~t"ataatatt 










2005 


<210> 5 
<211> 20 
<212> DNA 
<213> Mus 


musculus 












<400> 5 

tggtctctcc 


tggcaacagc 










20 
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<211> 20 
<212> DNA 
<213> Mus 

<400> 6 
agccaagcac 



<210> 7 

<211> 21 

<212> DNA 

<213> Mus 

<400> 7 
cagctgggtg 



<210> 8 

<211> 20 

<212> DNA 

<213> Mus 

<400> 8 
atccgcaagc 



<210> 9 

<211> 18 

<212> DNA 

<213> Mus 

<400> 9 
tcgggccagg 



<210> 10 

<211> 18 

<212> DNA 

<213> Mus 

<400> 10 
ttcccgggct 



<210> 11 

<211> 18 

<212> DNA 

<213> Mus 

<400> 11 
tcgcgtctct 



<210> 12 

<211> 24 

<212> DNA 

<213> Mus 

<400> 12 



musculus 
accagagaca 

musculus 
cctcccacca 

musculus 
ctgtgactgt 

musculus 
gtgttttt 

musculus 
cgttgccg 

musculus 
gggaagct 

musculus 



tttaagccaa tgtatccgag actg 



<210> 13 

<211> 20 

<212> DNA 

<213> Mus 

<400> 13 
cgccagcgtc 



musculus 
ctcctcgtgg 



<210> 14 

<211> 21 

<212> DNA 

<213> Mus musculus 

<400> 14 

caagcatttg catcgctatc a 



<210> 15 

<211> 19 

<212> DNA 

<213> Mus 

<400> 15 

aatgcctttt 



musculus 



gccggaagt 



<210> 16 

<211> 24 

<212> DNA 

<213> Mus 



musculus 



<400> 16 

acgaattgag aacgtgccca ccgt 



